. Protein contacts with U2 and U6 snRNA in the yeast Bact, C, and C* complexes.
Distances between amino acid side chains and U6 or U2 nucleotides were determined using the contact program from the CCP4 suite and the indicated PDB structures. In the angle column, "***" indicates the strong possibly of a hydrogen bond at this contact (distance < 3.3 A), " *" indicates a weak possibility (distance > 3.3 A), and blank indicates that the program considers there is no possibility of a hydrogen bond.
The 
